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INTRODUCTION RESULTS

A. Study Timeline of the Hong Kong Subway System Microbiome and
Resistome Surveillance

1) First-tier Surveillance: Detection of Five Common Respiratory Viruses in the HK Subway System
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* ARGs conferring multidrug resistance (53.72%) were the most
prevalent class (Fig. 3C)

* rpoB2, conferring rifamycin resistance, is most frequently detected ARG

mecA (ranked 33™), the hallmark of MRSA, was the only gene with
high clinical relevance

 HK subway microbiome is dominated by bacteria (Fig. 3B.1)

e Skin and environment are two major source making up the subway
microbiome (Fig. 3B.3)

* Five ESKAPE-E organisms were found but at a low abundance (4.4%) (Fig 3B.4)
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